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INTRODUCTION 
The pressing issue of antimicrobial resistance is continuing 
worldwide (1), which is worrisome. This is not only due to the 
known reasons such as irrational use of antibiotics in human 
health sector, but is also due to improper use of antimicrobials 
for food-animals and veterinary medicine.(2) Perceiving the 
seriousness of this continuously expanding issue of 
antimicrobial resistance, WHO initiated the slogan “combat 
antimicrobial resistance” (3). Following which, the journal 
Lancet acted proactively and published a series on this 
concerning issue of antimicrobial resistance, in which, one of 
the authors of this manuscript also contributed on exploring 
evidence base for policy interventions (both national and 
regional) to combat resistance.(4) In that article, it was 
advocated to adopt a “One Health” approach enabling 
development of sensitive policies on concerned sectors and it 
was emphasized on addressing the concerns of specific regions 
and countries.  
   The faecal flora represents a large potential reservoir for 
source of antimicrobial resistance, as well as the site where 
resistance genes can be transferred from commensal flora to 
virulent microorganisms (5,6). “Gut resistome” is the name 
given to this reservoir of antibiotic-resistance genes (7,8). Thus, 
the level of resistance of commensal bacteria can be 
considered as a good indicator of selection pressure by 
antibiotic use, and it can also give the magnitude of the problem 
to be expected in pathogenic bacteria. 

 During the last decade a few studies from India reflected the 
region (along with other neighbouring countries) as a hub for 
high antibiotics resistance, including bacteria harbouring NDM- 
metallo-beta-lactamases, which were shown to be present both 
in clinical and environmental strains (9,10). However, realizing 
the scarcity of systematic studies exploring gut resistome from 
India, including in the animal sector, and the lack of comparison 
between human and animal gut resistome therein, we 
performed this preliminary study with the aim of exploring 
antibiotics resistance patterns and commonly existing bla genes 
(blaCTX-M, blaTEM, blaSHV, blaAmpC and blaNDM-1) in the gut flora of 
animals (cattle and poultry) and healthy human volunteers. We 
also compared the antibiotics resistance rates and patterns, 
and bla genes, between the isolated human and animal 
bacterial isolates. Moreover, we compared the patterns of these 
resistance profiles with those in a subset of clinical isolates to 
see if these strains from animal gut have already made the 
species jump to humans. 

METHODS 
Place of study and sample collection 
The study was conducted in the Department of Microbiology, 
Jawaharlal Nehru Medical College, Aligarh Muslim University, 
Aligarh during October 2017 to October 2019, after obtaining 
institutional ethical approval. The samples were collected during 
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Conclusions: Multi-drug-resistance of varying frequency was noticed in faecal isolates and patterns were different between faecal 
and clinical isolates. There appears to be frequent and wider dissemination of class C beta-lactamase (AmpC) at animal and 
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